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ARTIFICIAL SEQUENCE 



VARIANT OF HUMAN ALDOSE REDUCTASE-LIKE GENE 



<BED> 
<221> 
<22B> 



CDS 
(70) 



(333) 



<4DD> 1 

caaaaacagc aacagaaagc aggacgtgag acttctacct gctcactcag aatcatttct laD 

gcaccaacc atg gcc acg ttt gtg gag etc agt acc aaa gcc aag atg ccc 1X1 
net Ala Thr Phe Val Glu Leu Ser Thr Lys Ala Lys Met Pro 
15 10 

att gtg ggc ctg ggc act tgg aag tct cct etc ggc aaa gtg aaa gaa 15") 
lie Val Gly Leu Gly Thr Trp Lys Ser Pro Leu Gly Lys Val Lys Glu 
15 20 25 3D 

gca gtg aag gtg gcc att gat gca gga tat egg cac att gac tgt gcc 207 
Ala Val Lys Val Ala lie Asp Ala Gly Tyr Arg His lie Asp Cys Ala 
35 MD M5 

tat gtc tat cag aat gaa cat gaa gtg ggg gaa gcc ate caa gag aag 255 
Tyr Val Tyr Gin Asn Glu His Glu Val Gly Glu Ala He Gin Glu Lys 
50 55 "bD 

ate caa gag aag get gtg aag egg gag gac ctg tte ate gtc age aag 3D3 
He Gin Glu Lys Ala Val Lys Arg Glu Asp Leu Phe He Val Ser Lys 
bS 70 75 

ttg tgg ccc act tec aga teg aga age tct tgaacaaace tggactgaaa 353 
Leu Trp Pro Thr Ser Arg Ser Arg Ser Ser 

ao a5 

tataaaccag tgactaacca ggttgagtgt cacccatacc tcacgcagga gaaactgatc m3 
cagtactgcc actccaaggg catcaccgtt aeggcctaca gccccctggg ctctccggat M73 
agaccttggg ccaagccaga agacccttcc ctgctggagg atcccaagat taaggagatt 533 
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gctgcaaagc 


acaaaaaaac 


cgcagcccag 


gttctgatcc 


gtttccatat 


ccagaggaat 


ST3 


gtgatt gtca 


t ccccaagtc 


tgtgacacca 


gcacgcattg 


ttgagaacat 


tcaggtcttt 


b53 


gac t tt aaa t 


tciacitQatqa 


QQaqatggca 


accatac tea 


gcttcaacag 


aaactgqagg 


713 


gcc t gt aacg 


t gt tgcaa tc 


etc tcattt g 


gaagactatc 


ccttcgatgc 


agaatattga 


773 


ggt t gaatc t 


CC t QQ t QaQa 


ttatacagga 


gattctc ttt 


cttcgctgaa 


gtgtgactac 


A33 


ctccactcat 


gtcccatttt 


agccaagctt 


atttaagatc 


acagtgaact 


tagtcctgtt 


fiT3 


atagacgaga 


atcgaggtgc 


tgttttagac 


atttatttct 


gtatgttcaa 


ctaggatcag 


^53 


aatatcacag 


aaaagcatgg 


cttgaataag 


gaaatgacaa 


ttttttccac 


ttatctgatc 


1013 


agaacaaatg 


tttattaagc 


atcagaaact 


ctgccaacac 


tgaggatgta 


aagatcaata 


1D73 


aaaaaaataa 


taatcat 













<21D> 2 
<E11> 66 
<21B> PRT 

<ai3> ARTIFICIAL SE(2UENCE 
<a2D> 

<223> PEPTIDE ENCODED BY VARIANT OF HUHAN ALDOSE REDUCTASE-LIKE GENE 
<M00> 2 

net Ala Thr Phe Val Glu Leu Ser Thr Lys Ala Lys Met Pro He Val 
15 !□ 15 

Gly Leu Gly Thr Trp Lys Ser Pro Leu Gly Lys Val Lys Glu Ala Val 
2D 25 3D 

Lys Val Ala He Asp Ala Gly Tyr Arg His He Asp Cys Ala Tyr Val 
35 MD M5 

Tyr Gin Asn Glu His Glu Val Gly Glu Ala He Gin Glu Lys He Gin 
5D 55 bO 

Glu Lys Ala Val Lys Arg Glu Asp Leu Phe He Val Ser Lys Leu Trp 
yS 70 75 60 

Pro Thr Ser Arg Ser Arg Ser Ser 
AS 

<210> 3 
<211> 1271 
<212> DNA 

<213> ARTIFICIAL SEiJUENCE 
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<BEO> 

<223> VARIANT OF HUMAN ALDOSE REDUCTASE-LIKE GENE 



<22D> 

<221> CDS 

<222> (70). -(ADM) 

<MDD> 3 

caaaadcagc aacagaaagc aggacgtgag acttctacct gctcactcag aatcatttct tiD 

gcaccaacc atg gcc acg ttt gtg gag etc agt acc aaa gcc aag atg ccc 111 
Met Ala Thr Phe Val Glu Leu Ser Thr Lys Ala Lys flet Pro 
15 10 

att gtg ggc ctg ggc act tgg aag tct cct etc ggc aaa gtg aaa gaa 15*1 
lie Val Gly Leu Gly Thr Trp Lys Ser Pro Leu Gly Lys Val Lys Glu 
15 20 25 3D 

gca gtg aag gtg gcc att gat gca gga tat egg cac att gae tgt gcc 207 
Ala Val Lys Val Ala He Asp Ala Gly Tyr Arg His He Asp Cys Ala 
35 MO ^5 

tat gtc tat cag aat gaa cat gaa gtg ggg gaa gcc ate caa gag aag 255 
Tyr Val Tyr Gin Asn Glu His Glu Val Gly Glu Ala He Gin Glu Lys 
5D 55 to 

ate caa gag aag get gtg aag egg gag gac ctg ttc ate gtc age aag 303 
He Gin Glu Lys Ala Val Lys Arg Glu Asp Leu Phe He Val Ser Lys 
b5 70 75 

ttg tgg ccc act ttc ttt gag aga ccc ett gtg agg aaa gcc ttt gag 351 
Leu Trp Pro Thr Phe Phe Glu Arg Pro Leu Val Arg Lys Ala Phe Glu 
fiD fl5 

aag acc etc aag gae ctg aag ctg age tat ctg gac gtc tat ett att 3"^^ 
Lys Thr Leu Lys Asp Leu Lys Leu Ser Tyr Leu Asp Val Tyr Leu He 
T5 !□□ 105 HQ 

cac tgg cea cag gga ttc aag tct ggg gat gac ett ttc ccc aaa gat M47 
His Trp Pro Gin Gly Phe Lys Ser Gly Asp Asp Leu Phe Pro Lys Asp 
115 12D 125 

gat aaa ggt aat gcc ate ggt gga aaa gca acg ttc ttg gat gcc tgg M'15 
Asp Lys Gly Asn Ala He Gly Gly Lys Ala Thr Phe Leu Asp Ala Trp 
13D 135 mo 

gag gee atg gag gag ctg gtg gat gag ggg ctg gtg aaa gee ett ggg 5M3 
Glu Ala net Glu Glu Leu Val Asp Glu Gly Leu Val Lys Ala Leu Gly 
m5 150 155 

gtc tec aat ttc age cac ttc cag ate gag aag etc ttg aac aaa cct 5T1 
Val Ser Asn Phe Ser His Phe Gin He Glu Lys Leu Leu Asn Lys Pro 
IbO lb5 170 

gga ctg aaa tat aaa cea gtg act aac cag gtt gag tgt cac cea tac 133*^ 
Gly Leu Lys Tyr Lys Pro Val Thr Asn Gin Val Glu Cys His Pro Tyr 
175 laO 165 1*10 
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etc acg cag gag aaa ctg ate cag tac tgc cac tec aag ggc ate ace bfi? 

Leu Thr Gin Glu Lys Leu lie Gin Tyr Cys His Ser Lys Gly He Thr 

EDO EDS 

gtt acg gcc tac age ccc ctg ggc tct ccg gat aga cct tgg gee aag 73S 

Val Thr Ala Tyr Ser Pro Leu Gly Ser Pro Asp Arg Pro Trp Ala Lys 

EIQ EIS ESQ 

cca gaa gac cct tec ctg ctg gag gat ccc aag att aag gag att get 7fi3 

Pro Glu Asp Pro Ser Leu Leu Glu Asp Pro Lys He Lys Glu He Ala 

ESS S3D E35 

gca aag cac tec cca agt ctg tgacaccagc acgcattgtt gagaacattc A3M 

Ala Lys His Ser Pro Ser Leu 



SMD 




EMS 










aggtctttga 


ctttaaattg 


agtgatgagg 


agatggcaac 


catactcagc 


ttcaacagaa 




actggagggc 


ctgtaacgtg 


ttgcaatcct 


ctcatttgga 


agactatccc 


ttcgatgcag 


ISM 


aatattgagg 


ttgaatctcc 


tggtgagatt 


atacaggaga 


ttctctttct 


tcgctgaagt 


IDIM 


gtgactacct 


ccactcatgt 


cccattttag 


ccaagcttat 


ttaagatcac 


agtgaactta 


1Q7M 


gtcctgttat 


agacgagaat 


cgaggtgctg 


ttttagacat 


ttatttctgt 


atgttcaact 


113M 


aggatcagaa 


tatcacagaa 


aagcatggct 


tgaataagga 


aatgacaatt 


ttttccactt 


inM 


atctgatcag 


aacaaatgtt 


tattaagcat 


cagaaactct 


gccaacactg 


aggatgtaaa 


XESM 


gatcaataaa 


aaaaataata 


atcat 








1E71 



<S1D> M 

<B11> EMS 

<E1S> PRT 

<E13> ARTIFICIAL SE(3UENCE 
<EED> 

<EE3> PEPTIDE ENCODED BY VARIANT OF HUMAN ALDOSE REDUCTASE-LIKE GENE 

<MDO> M 

net Ala Thr Phe Val Glu Leu Ser Thr Lys Ala Lys Met Pro He Val 
1 S 10 IS 

Gly Leu Gly Thr Trp Lys Ser Pro Leu Gly Lys Val Lys Glu Ala Val 
EQ ES 30 

Lys Val Ala He Asp Ala Gly Tyr Arg His He Asp Cys Ala Tyr Val 
3S MO MS 

Tyr Gin Asn Glu His Glu Val Gly Glu Ala He Gin Glu Lys He Gin 
SO SS 

Glu Lys Ala Val Lys Arg Glu Asp Leu Phe He Val Ser Lys Leu Trp 
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t5 



70 



75 



ao 



Pro Thr Phe Phe Glu Arg Pro Leu Val Arg Lys Ala Phe Glu Lys Thr 
as "ID IS 

Leu Lys Asp Leu Lys Leu Ser Tyr Leu Asp Val Tyr Leu lie His Trp 
lUQ lOS IID 

Pro Gin Gly Phe Lys Ser Gly Asp Asp Leu Phe Pro Lys Asp Asp Lys 
lis lEQ las 

Gly Asn Ala lie Gly Gly Lys Ala Thr Phe Leu Asp Ala Trp Glu Ala 

130 135 ma 

net Glu Glu Leu Val Asp Glu Gly Leu Val Lys Ala Leu Gly Val Ser 
mS ISO 155 ItD 

Asn Phe Ser His Phe Gin lie Glu Lys Leu Leu Asn Lys Pro Gly Leu 
Its 170 175 

Lys Tyr Lys Pro Val Thr Asn Gin Val Glu Cys His Pro Tyr Leu Thr 
laD laS 1*1D 

Gin Glu Lys Leu He Gin Tyr Cys His Ser Lys Gly He Thr Val Thr 
l']S EUU 2Q5 

Ala Tyr Ser Pro Leu Gly Ser Pro Asp Arg Pro Trp Ala Lys Pro Glu 
SID BIS EEU 

Asp Pro Ser Leu Leu Glu Asp Pro Lys He Lys Glu lie Ala Ala Lys 
EES E3U 235 2MD 



His Ser Pro Ser Leu 
2M5 
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